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dbSNP ID Pf& PIP |E#Ed 28ET BMlEA—7>/snxF > SREMRAF -7~ F >
rs55730055 427 x 10710 0.68 CD28 CD4, CD8
rs3769684 473x10° 0.07 CD28 LEUK CD4, CD8, NK
rs4673259 454 x 107 0.06 CD28 CD4, CD34, CMP, GMP, HSC, LMPP, MEP
rs10005089 280 x 10° 0.09 BTC PEC, ENDO, PTL, PT2, PT3, PT, LH, DCT, CNT, HSC, LMPP, MEP, MPP
PC, ICA, ICB
rs28577058 534 x 10° 0.04 BTC POD, MES-FIB, CNT, PC, ICA, ICB
rs72867560 8.38 x 10° 0.03 BTC ERY
rs7759971 4.90 x 1012 0.40 AHI1 CD34, CLP, CMP, HSC, MPP
rs11154801 2.65x 10! 0.07 AHI1 CD34, CMP, HSC, LMPP, MEP, MPP
rs6908428 3.45 x 101 0.05 AHIL CMP
POD, PEC, MES-FIB, ENDO, PT1, PT2, PT3 B, CD4, CD8, CD34, CLP, CMP, ERY, GMP
1513197384 8.13x10 003 AHIL PT, LH, DCT, CNT, PC, ICA, ICB, LEUK HSC, LMPP, MEP, MONO, MPP, NK
1s2614257 9.04 x 101 0.02 AHIL CD34, CMP, MEP, MPP
152614266 1.08 x 1010 0.02 AHIL MPP
rs4896143 1.19x 10710 0.02 AHI1 CD8, LMPP, MEP
rs2179780 1.20 x 1020 0.01 AHIL MEP
rs6570001 1.61 x 1010 0.01 AHI1 B
rs6935146 1.79 x 1010 0.01 AHI1 CMP
CNT, DCT, ENDO, ICA, ICB, LH, MES-FIB, PC,| B, CD34, CDAT, CD8T, CLP, CMP, GMP, HSC,
1$7750586 1.82x10 001 LINC00271 PEC, POD, PT1, PT2, PT3, PT, PT-KIM1P LMPP, MEP, MPP, NK
rs7759677 220x 100 0.01 LINC00271 PT1,PT2,PT3, PT
rs9389286 3.73x 1010 0.01 AHI1 CDST
rs 7848647 599 x 1012 0.26 TNFSF15 PT1, PT2, PT3, PT, CNT, PC, ICB, LEUK B, CD4, CMP, GMP, MPP
PEC, ENDO, PT1, PT2, PT3, PT, LH, DCT, CNT
12 : , PT1, PT2, PT3, PT, LH, ) ,
rs6478109 8.12 x 10 0.19 TNFSF15 PC, ICA, ICB, LEUK B, CD4, CD34, CMP, GMP, HSC, LMPP, MPP
rs412175 230x10% | 095 NPHS1 ENDO, PT2
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FRFBR, GMP=EEHIEk ¥/ 077 —RIERHIAE . HSC=1E MEHMAE. LMPP=U>NRTS13I T S8
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NK=CD 56+FF15/L¥5—T
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Multi-population genome-wide association study implicates both immune and non-
immune factors in the etiology of pediatric steroid sensitive nephrotic syndrome
DOI : 10.1038/s41467-023-37985-w
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