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Abstract

Many reports indicate that there are emerging bacterial strains of which many
common antibiotics are ineffective. These multidrug-resistant bacteria continue to spread
quickly at medical settings, on a global scale, and there is no sign of slowing down
(Antimicrobial resistance: Global report on surveillance 2015: WHO). Although the medical
settings in Nepal have been feared spread of multidrug-resistant bacteria, the actual situation
has not been at all. It is necessary to develop a foundational research laboratory in Nepal for
molecular epidemiology of drug-resistant bacteria a in Nepal.

We obtained 100 multidrug-resistant Gram-negative pathogens obtained from 2016
to 2017 in medical settings in Nepal. A total of 11 multidrug-resistant Pseudomonas
aeruginosa clinical isolates were obtained in a medical setting in Nepal. Four of these isolates
harbored genes encoding one or more carbapenemases (DIM-1, NDM-1, and/or VIM-2), and
five harbored genes encoding a 16S rRNA methyltransferase (RmtB4 or RmtF2). A novel
RmtF variant, RmtF2, had a substitution (K65E) compared with the same gene in RmtF. We
reported the results in Antimicrob Agents Chemother (Tada et al, 2017 Aug 24;61. pii:
€00694-17).

A total of 38 carbapenem-resistant Escherichia coli clinical isolates, with MICs of
imipenem or meropenem of >4 pg/ml, were obtained in medical settings in Nepal. All 38
isolates harbored the following blanpms: blanpm.1, blanpm.s, blanpm.s, blanpm.s, blanpm.7,
blanpm-12, and blanpwm.13. Most of these isolates also harbored the 16S rRNA methylase
gene(s) armA, rmtB, and/or rmtC. We reported the results in Antimicrob Agents Chemother
(Shrestha et al, 2017 Nov 22;61. pii: e01425-17).
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